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ID E09420 standard; DNA ; UNC; 4677 BP. 

XX 

AC E09420; 
XX 

NI dll07757 
XX 

DT 08-OCT-1997 (Rel. 52, Created) 

DT 08-OCT-1997 (Rel. 52, Last updated, Version 1) 
XX 

DE Nucleotide encoding human Parvovirus. 
XX 

KW JP 1995147986-A/l. 
XX 

OS unidentified 

OC unclassified. 
XX 

RN [1] 

RP 1-4677 

RA Yamazaki 0 . , Matsunaga Y . , Takeda N . , Matsuura Z., Ogawa H., Shimizu H., 

RA Kamata K., Kurosawa D.; 

RT "HUMAN PARVOVIRUS GENE, POLYPEPTIDE CODED WITH THE SAME AND USE"; 

RL Patent number JP 1995147986-A/l , 13-JUN-1995. 

RL DENKI KAGAKU KOGYO KK, DENKA SEIKEN CO LTD. 
XX 

CC OS Human Parvovirus 

CC PN JP 1995147986-A/l 

CC PD 13-JUN-1995 

CC PF 24-SEP-1992 JP 1992281017 

CC PI YAMAZAKI OSAMICHI , MATSUNAGA YASUKO, TAKEDA NAOKAZU , 

CC PI MATSUURA ZENJI, 

CC PI OGAWA HIROYUKI, SHIMIZU HIDEHARU , KAMATA KUNIO, 

CC PI KUROSAWA DAISUKE 

CC PC C12N15/09,C07K14/015 ,C12N1/21 , C12N5/ 1 0 , C12P21 /02 , C12Q1 /68 , 

CC PC C12Q1/70, 

CC PC G01N33/53,G01N33/569, (C12P21 /02 , C12R1 :19) , (C12P21/02 , C12R1 : 91 ) , 

CC PC (C12Q1/68, 

CC PC C12R1:91); 

CC CC strandedness : Single; 

CC CC topology*. Linear; 

CC FH Key Location/Qualifiers 

CC FH 

CC. FT source 1 . .4677 

CC FT /organism-"Human parvovirus" 

XX 

FH Key Location/Qualifiers 
FH 

FT source 1. .4677 

FT /organism="unidentif ied" 

XX 

SQ Sequence 4677 BP; 1430 A; 931 C; 1030 G; 1277 T; 9 other; 
E09420 Length: 4677 September 23, 1998 13:06 Type: N Check: 2937 .. 
1 TTCCCGCCTT ATGCAAATGG CCACCCATTT TAAGTGTTTT ACTATAATTT 
51 TATTGGTCAG TTTTGTAACG GTTAAAATGG GCGGAGCGTA GGCGGGGACT 
101 ACAGTATATA TAGCACGGCA CTGCCGCAGC TCTTTCTTTC TGGGCTGCTT 
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151 TTTCCTGGAC TTTCTTGCTG TTTTTTGTCA CCTAACTAAC AGGTATTTAT 
201 ACTACTTGTT AACATACTAA CATGGAGCTA TTTAGAGGGG TTCTTCAAGT 
25 i TTCTTCTAAT GTTCTCCACT GTCCTAACCA TAATTGGTGG TGCTCTTTAC 

301 TGGATTTAGA CACTTCTGAC TCGGAACCAC TAACTCATAC TAACAGACTA 
351 ATGGCAATAT ACTTAAGCAG TGTGGCTTCT AAGCTTGACT -TTACCGGGGG 

401 CCCACTAGCA GGGTGCTTGT ACTTTTTTCA AGTAGAATGT AACAAATTTG 

451 AAGAAGGCTA TCATATTCAT CTGGTTATTG GGGGGCCAGG GTTAAATCCC 

501 AGAAACCTCA CTGTGTGTGT AGACGGGTTA TTTAATAATG TACTTTATCA 

551 CCTTGTAACT GAAAATCTCA AGCTAAAATT TTTGCCAGGM ATGACTACAA 

601 AAGGCAAATA CTTTAGAGAT GGAGAGCAGT TTATACAAAA CTATTTAATG 

651 AAAAAAATAC CTTTAAATGT TGTATGGTGT GTTACTAATA TTGATGGATA 

701 TATAGATACC TGTATTTCTG CTACTTTTAG AAGGGGAGCT TGCCATGCCA 

751 AGAAACCCCG CATTACCACA GCCATAAATG ATACTAGTAG TGATCCTGGG 

801 GAGTCTAGCG GCACAGGGGC AGAGGTTGTG CCATTTAATG GGAAAGGAAC 

851 TAAGGCTAGC ATAAAGTTTC AAACTATCCT AAACTGGCTG TGTGAAAACA 

901 GAGTGTTTAC AGAGGATAAG TGGAAACTAG TTGACTTTAA CCAGTACACT 

951 TTACTAAGCA GTAGTCACAG TGGAAGTTTT CAAATTCAAA GTGCACTAAA 

1001 ACTAGCAATT TATAAAGCAA CTAATTTAGT GCCTACTAGC ACATTTTTAT 

1051 TGCATACAGA CTTTGAGCAG GTTATGTGTA TTAAAGACAA TAAAATTGTT 

1101 AAATTGTTAC TTTGTCAAAA CTATGACCCC CTATTGGTGG GGCAGCATGT 

1151 GTTAAAGTGG ATTGATAAAA AATGTCGCAA AAAAAATACA CTGTGGTTTT 

1201 ATGGGCCGCC AAGTACAGGA AAAACAAACT TGGCAATGGC CATTGCTAAA ' 

1251 AGTGTTCCAG TATATGGCAT GGTTAACTCG AATAATCAAA ACTTTCCATT 

1301 TAATGATGTA GCAGGGAAAA GCTTCGTGGT CTGGGATGAA GGTATTATTA 

1351 AGTCTACAAT TGTACAAGCT GCAAAAGCCA TTTTAGGCGG GCAACCTACC 

1401 AGGGTAGATC AAAAAATGCG TGGAAGTGTA GCTGTGCCTG GAGTACCTGT 

1451 GGTTATAACC AGCAATGGTG ATATTACTTT TGTTCTAAGC GGGAACACTA 

1501 CAACAACTGT ACATGCTAAA GCCTTAAAAG AGCGCATGGT AAACTTAAAC 

1551 TTTACTGTAA GATGCAGCCC TGACATGGGG TTACTAACAG AGGCTGATGT 

1601 ACAACAGTGG CTTACATCGT GTAATGCACA AAGCTGGGAC CACTATGAAA 

1651 ACTGGGCAAT AAA CT AC ACT TTTGATTTCC CTGGAATTAA TGCAGATGCC 
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1701 CTCCACCCAG ACCTCCAAAC 

1751 CAGCAGTCGT GGTGAAAGCT 

1801 ACCTCATCAC CCCAGGCGCC 

1851 CCCATCCCCG GGACCAGTTC 

1901 CTCCGAAGTT GTAGCTGCAT 

1951 CAGACCAGTT TCGTGAACTG 

2001 GTAAGGGGTT TACCTGTGTG 

2051 AGGCTTGGGA CTTTGTCCCC 

2101 GATGGAAATT TCGAGAATTT 

2151 GTGGGACCTT CTAATCCCTT 

2201 CCTGTCTGCA TTGCAAAGCT 

2251 TGGTGGGAAA GTCATGATAA 

2301 GGAATTTTAT GAAAAGGTTA 

2351 TAAAACATCA TTATAATATT 

2401 TCTCTGTTTR ACTTAGTTGC 

2451 AGACTTATAT AGTCATCATT 

2501 CCCATGCCTT ATCATCCAGT 

2551 GCAGTATTAT CTAGTGAAGA 

2601 ACTACCCGGT ACTAACTATG 

2651 CCCCGCAAAG TGCTGTTGAC 

2701 AGCCAACTGG CTAAGTTGGG 

2751 AGATGAAGAG CTTTTAAAAA 

2801 AAGTACTAAA AGACTACTTT 

2851 CATTTTCAAG GAAGTTTGCC 

2901 ATACCCAAGC ATGACTTCAG 

2951 CAGGGGGGGG CAGTAATCCT 

3001 TTTAGTGCCA ACTCTGTAAC 

3051 ATATGACCCA GAGCACCATT 

3101 GCCACAATGC CAGTGGAAAA 

3151 ATGGGATACT CAACCCCATG 




CACCCCAATT CTCACAGACA CCAGTATCAG 
CTGAAGAACT CAGTGAAAGC AGCTTTTTTA 

TGGAACACTG AAACCCCGCG CTCTAGTACG 
AGGAGAATCA TTTGTCGGAA GCCCAGTTTC 
CGTGGGAAGA AGCCTTCTAC ACACCTTTGG 
TTAGTTGGGG TTGATTATGT GTGGGACGGT 
TTGTGTGCAA CATATTAACA ATAGTGGGGG 
ATTGCATTAA TGTAGGGGCT TGGTATAATG 
ACCCCAGATT TGGTGCGGTG TAGCTGCCAT 
TTCTGTGCTA ACCTGCAAAA AATGTGCTTA 
TTGTAGATTA TGAGTAAAGA AAGTGGCAAA 
ATTTGCTAAA GCTGKGTATC AGCAATTTGT 

CTCCWACAGA CTTAGAGCTT ATTCAAATAT 
TCTTTAGATA ATCCCCTAGA AAACCCATCC 
TCGTATTAAA AATAACCTTA AAAACTCTCC 
TTCAAAGTCA TGGACAGTTA TCTGACCACC 
AGCAGTAATG CAGAACCTAG AGGAGAAAAT 
CTTACACAAG CCTGGGCAAG TTAGCGTACA 
TTGGGCCTGG TAATGAGTTA CAAGCTGGGC 
AGTGCTGCAA GGATTCATGA CTTTAGGTAT 
AATAAATCCA TATACTCATT GGACTGTAGC 
ATATAAAAAA TGAAACTGGG TTTCAAGCAC 

ACTTTAAAAG GTGCAGCTGC CCCTGTGCCC 
GGAAGTTCCC GCTTACMACG CCTCAGAAAA 
TTAATTCTGC AGAAGCCAGC ACTGGTGCAG 
GTCAAAAGCA TGTGGAGTGA GGGGGCCACT 
TTGTACATTT TCCAGACAGT TTTTAATTCC 
ATAARGTGTT TTCTCCCGCA GCAAGTAGCT 
GAGGCAAAGG TTTGCACCAT TAGTCCCATA 
GAGATATTTA GATTTTAATG CTTTAAATTT 
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3201 ATTTTTTTCA CCTTTAGAGT TTCAGCACTT AATTGAAAAT TATGGAAGCA 
3251 TACCTCCTGA TGCTTTAACT GTAACCATAT CAGAAATTGC TGTTAAGGAT 

3301 GTTACAGACA AAACTGGAGG GGGGGTACAG GTTACTGACA GCACTACAGG 

3351 GCGCCTATGC ATGTTAGTAG ACCATGAATA CAAGTACCCA TATGTGTTAG 

3401 GGCAAGGTCA GGATACTTTA GCCCCAGAAC TTCCTATTTG GGTATACTTT 

3451 CCCCCTCAAT ATGCTTACTT AACAGTAGGA GATGTTAACA CACAACGAAT 

3501 TTCTGGACAC AGCAAAAAAT TAGCAAGTGA AGAATCACCA TTTTATGTTT 

3551 TGGAACACAG TTCYTTTCAG CTTTTAGGTA CACGAGGTAC ACCAACTATG 

3601 TCTTATAAGT TTCCTCCAGT GCCCCCAGAA AATTTAGAGG GCTGCAGTCA 

3651 ACACTTTTAT GAAATGTACA ATCCCTTATA CGGATCCCGC TTAGGGGTCC 

3701 CTGACACATT AGGAGGTGAC CCAAAATTTA CATCTTTAAC ACATGAAGAC 

3751 CATGCAATTC AGCCCCAAAA CTTCATGCCA GGGCCACTAC TAAACTCAGT 

3801 GTCTACAAAG GAGGGAGACA GCTCTAATAC TGGAGCTGGA AAAGCCTTAA 

3851 CAGGCCTTAG CACAGGTACC TCGCAAAACA CTAGAATATC CTTACGSCCT 

3901 GGGCCAGTGT CTCAGCCATA CCACCACTGG GACACAGATA AATATCTCAC 

3951 AGGAATAAAT GCCATTTCTC ATGGTCAGAC CACTTATGGT AACGCTGAAG 

4001 ACAAAGAGTA TCAGCAAGGA GTGGGTAGAT TTCCAAATGA AAAAGAACAG 

4051 CTAAAACAGT TACAGGCTTT AAACATGCAC ACCTATTTYC CCAATAAAGG 

4101 AACCCAGCAA TATACAGATC AAATTGAGCG CCCCCTAATG GTGGGTTCTG 

4151 TATGGAACAG AAGAGCCCTT CACTATGAAA GCCAGCTGTG GAGTAAAATT 

4201 CCAAATTTAG ATGACACTTT TAAAACTCAG TTTGCAGCCT TAGGAGGATG 

4251 GGGTTTGCAT CAGCCACCTC CTCAAATATT TTTAAAAATA TTACCACAAA 

4301 GTGCGCCAAT TGGAGGTATT AAATCAATGG GAATTACTAC CTTACTTCAG 

4351 TATGCTGTGG GAATTATGAC AGTAACTATG ACATTTAAAT TGGGCCCCCG 

4401 TAAAGCTACG GGACGGTCGA ATCCTCAACC TGCAGTATAT CCCCCGCACG 

4451 CAGCAGGTCA TTTACCATAT GTACTATATG ACCCCACAGC TATAGATGCA 

4501 AAACAACACC ACAGACATGG ATATGAAAAC CCTGAAGAGT TGTCGACAGC 

4551 CAAAAGCCGT GTGCGCCCAT TGTAAACACT CCCCACCGTG CCCTCAGCCA 

4601 GGATGCCTAA CTAAACGCCC ACCAGTACCA CCCAGACTGT ACCTGCCCCC 

4651 TCCTGTACCT ATAAGACAGC CTAACAC 



